S ATGCATGCATGCATGCAAT
SCATECATGCATGCATGCATGCATE
LGCTGATGCATGCATGCATGCATGCATC G D C

TGCATGCATGCATGCATGCAGTTGCATG

*TGCATGCATGCATGCATGCATGCATGC
GCATGCATGCATGCATGCATGCATGCA
CATGCATGCATGCATGCATGCATGCA' S
TGCATGCATGCATGGCATGCE 2 o 5 S
"GCATGCATGCATGCATGC al 3 3 o
CATGCATGCATGCATGCA" b n
TGCATGCACTGCATGCATE <
T ATGCCATGCAATGCAT. CATGCATL JAT
TGCATGCATGCATGCATGCATGCATE
GCATGCAGGTTGCATGLATGCATG B
‘GCATGCATGCATGCATLIATECAY . L o ATELATGCATCE .
ATGCATGCATCCATL LGN TGCATGCATCGCATGCATCGCA
FGCATGCAT ; SCATGCATGCATGCATGCATGCATG
(GCATGCAAT! ATGCATGCATGCATGCATGCATGCATE
FTGCATGCATGCATGCAT CCATGCATGCATGCATGCATGCATGCATG
T/ GCATGCATGCATGCATGCATGCATGCATGCATGCATGCAT
GTTGCATGCATAC ™" " TCCATGCCATGCATSCATGCA™
iGCT UL A\TEOATGCATGCAATGCAT
oCAT He "CATGCATGCA™ -
AT” o ATGCATAA/
Siae GCATGCAT”
_ATe 5C)
- T
® ® @ ®
7 @ 7 @
Genetic Diversity: Analysis
@ —
b W 7 % 7 N W) 7 % )7
) TN\, ) WA 1 W) b 1
7
@ —
Fridey, Jumne 29, 2024
R / 45 N
) RV
N”o Vil e f@f \
1430’ C)c) “ 1)0’4\ )
» 7’4 40y
AL
) 7,44); 4 /'4‘~ -
'Jlr".) "4, T4 4J£ ’()7:)’/'
ra0rg 0r 9 09, 455740
337453740574 " )
PRI ICINCIICTIRES !
a5 Ta557455745574 53
43 c)7-4 974 c)7~4 Qp,
JQ)"'7.4~J 397, J‘)7’ 307' p
NP S c)7’4 '4):)7-438
)7’43 t)7'4 Jc)r \4;. p
9734970 207,455
4397 )3 A4
N ~7 Tg~/
Eidgendssische Technische Hochschule Ziirich Jrlgg"‘,"~ '
Swiss Federal Institute of Technology Zurich Jc)ff)r" 4557
4)-
dr,



MPS > Sequence Run Quality Control GOC
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Run230620 - 1loading amount: 18 pM

Cluster density: 1181 K/mm2 (optimal 865-965 k/mm2)
Reads Total: 27.66 M (goal 25 M)

Reads PF: 9.44 M (34.1%)

PhiX conc: 7.03% (loaded 10%)

$>=030: Total 51.91% (=70%)
(R1 76.47%, Il 78.85%, I2 84.49%, R2 25.96%)

Run230711 - 1loading amount: 9 pM

Cluster density: 792 K/mm2 (optimal 865-965 k/mm2)
Reads Total: 19.21 M (goal 25 M)

Reads PF: 17.99 M (93.6%)

PhiX conc: 9.30% (loaded 10 %)

9>=030: Total 81.12% (=70%)
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MPS > Sequence Run Quality Control
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> Sequence Run Quality Control

Run230620 - 030
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MPS > Sequence Run Quality Control

Run230711 - 030
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> Sequence Run Quality Control

Run230620 - OScore Distribution
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MPS > Sequence Run Quality Control

Run230711 - QOScore Distribution
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Run230620 - Cluster density
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MPS > Sequence Run Quality Control

10

Run Foldar D @hmna MISeqOulputi 230711 MOG272 0142 0000C0000-KYLCF
Anatyss Imaging | Summary | Indeeng |

Run230711 - Cluster density

B Brses leqewrceg Aabts ieww 24T - 25071 MORTI 314G D00000000- KNLCE
Sequencing Analysis Viewer

I

Data By Lane ]
Dossy 2000000 KYLCF
S ==
Saface Al 0l
e, ,,,
..................i................-
st
£
FA M3
m’
N
wit
2 $ ]

GOC

ys>31uny
3J3u3d)
Altsuaniq
>133usy

GDA | 21.06.2024 | JCW



MPS > Sequence Run Quality Control
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Run230620 - Read Length Distribution
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MPS > Sequence Run Quality Control
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Run230711 - Read Length Distribution
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Run230620 - Estimated Error Rate for Rl

Length MaxEE 0.50 MaxEE 1.00 MaxEE 2.00
50 5553172 ( 91.1%) 6052928 ( 99.2%) 6096987 (100.0%)
60 5204932 ( 85.3%) 5961572 ( 97.7%) 6093895 ( 99.9%)
70 3469640 ( 56.9%) 4918250( 80.6%) 5960727 ( 97.7%)
80 3295796 ( 54.0%) 4771421 ( 78.2%) 5919325( 97.1%)
90 2986372 ( 49.0%) 4193497 ( 68.8%) 5286277( 86.7%)

100 2889628 ( 47.4%) 4021335( 65.9%) 5098413 ( 83.6%)
110 2795101 ( 45.8%) 3923724 ( 64.3%) 5042940( 82.7%)
120 2694041 ( 44.2%) 3812190( 62.5%) 4969044 ( 81.5%)
130 2590811 ( 42.5%) 3684583 ( 60.4%) 4874543 ( 79.9%)
140 2505169 ( 41.1%) 3575136( 58.6%) 4771624 ( 78.2%)
150 2432240( 39.9%) 3407686( 55.9%) 4461521 ( 73.2%)
160 2377457( 39.0%) 3335592 ( 54.7%) 4374635( 71.7%)
170 2330189 ( 38.2%) 3272260( 53.7%) 4069163 ( 66.7%)
180 2271602 ( 37.2%) 3201983 ( 52.5%) 3986679 ( 65.4%)
190 2228695( 36.5%) 3146377( 51.6%) 3924257 ( 64.3%)
200 2176349 ( 35.7%) 3082716( 50.5%) 3857943 ( 63.3%)
210 2126626( 34.9%) 3022528 ( 49.6%) 3797644 ( 62.3%)
220 2066030( 33.9%) 2951038 ( 48.4%) 3728953( 61.1%)
230 1998253 ( 32.8%) 2878186 ( 47.2%) 3662697( 60.1%)
240 1935423 ( 31.7%) 2806860( 46.0%) 3596765( 59.0%)
250 1865172 ( 30.6%) 2721880( 44.6%) 3522904 ( 57.8%)
260 1793373 ( 29.4%) 2640607 ( 43.3%) 3446789 ( 56.5%)
270 1709465( 28.0%) 2549258 ( 41.8%) 3362941 ( 55.1%)
280 1643927 ( 27.0%) 2474085( 40.6%) 3291272 ( 54.0%)
290 1555334 ( 25.5%) 2375890( 39.0%) 3201332( 52.5%)
300 1299038 ( 21.3%) 2032938( 33.3%) 2776249 ( 45.5%)
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Run230711 - Estimated Error Rate for Rl

Length MaxEE 0.50 MaxEE 1.00 MaxEE 2.00
50 12473714 ( 99.3%) 12546820 ( 99.9%) 12552464 ( 99.9%)
60 12402800( 98.8%) 12534381 ( 99.8%) 12551485( 99.9%)
70 12329191 ( 98.2%) 12512589 ( 99.6%) 12549709 ( 99.9%)
80 12237844 ( 97.4%) 12483103 ( 99.4%) 12545715( 99.9%)
90 12128369 ( 96.6%) 12442455( 99.1%) 12539669 ( 99.8%)

100 12018851 ( 95.7%) 12390929 ( 98.7%) 12530362 ( 99.8%)
110 11896694 ( 94.7%) 12326793 ( 98.1%) 12516386 (
120 11743130( 93.5%) 12236011 ( 97.4%) 12491659 (
130 11578534 ( 92.2%) 12124018( 96.5%) 12453898 (
140 11417448 ( 90.9%) 12004909 ( 95.6%) 12399904 (
150 11274109 ( 89.8%) 11892844 ( 94.7%) 12335507 (
160 11137060( 88.7%) 11781691 ( 93.8%) 12264004 (
170 10991268( 87.5%) 11668180( 92.9%) 12188468 (
180 10828904 ( 86.2%) 11545783 ( 91.9%) 12108334 (
190 10675417 ( 85.0%) 11425334 ( 91.0%) 12023150¢(
200 10474759 ( 83.4%) 11278253 ( 89.8%) 11926370 (
210 10275509 ( 81.8%) 11132131 ( 88.6%) 11829838 (
220 10046593 ( 80.0%) 10964949 ( 87.3%) 11718796 (
230 9818716 ( 78.2%) 10798505 ( 86.0%) 11608272 (
240 9544787 ( 76.0%) 10604080( 84.4%) 11481677 (
250 9233246 ( 73.5%) 10383281 ( 82.7%) 11340834 (
260 8867206( 70.6%) 10122697( 80.6%) 11175850
270 8440194 ( 67.2%) 9809505( 78.1%) 10976289 (
280 8072583 ( 64.3%) 9521246( 75.8%) 10782219
290 7567065( 60.2%) 9128286 ( 72.7%) 10520426 (
300 6290529 ( 50.1%) 7875957 ( 62.7%) 9324715(
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Run230620 - Estimated Error Rate for R2

Length MaxEE 0.50 MaxEE 1.00 MaxEE 2.00
50 0O( 0.0%) O( 0.0%) 668546 ( 11.0%)
60 0O( 0.0%) O( 0.0%) 588720( 9.7%)
70 0O( 0.0%) O( 0.0%) 180412( 3.0%)
80 0O( 0.0%) O( 0.0%) 55377( 0.9%)
90 0O( 0.0%) O( 0.0%) 52023( 0.9%)
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16

Run230711 -
Length MaxEE 0.50
50 11882835( 94.6%)
60 11745205( 93.5%)
70 11610856 ( 92.4%)
80 11470558( 91.3%)
90 11338307 ( 90.3%)
100 11205392 ( 89.2%)
110 11065121 ( 88.1%)
120 10936952 ( 87.1%)
130 10781673 ( 85.8%)
140 10634555( 84.7%)
150 10475291 ( 83.4%)
160 10238531 ( 81.5%)
170 10019330( 79.8%)
180 9763465( 77.7%)
190 9479770( 75.5%)
200 9155848 ( 72.9%)
210 8684928( 69.1%)
220 8168955( 65.0%)
230 7294512 ( 58.1%)
240 6240251 ( 49.7%)
250 5339518( 42.5%)
260 4214831( 33.6%)
270 2966015( 23.6%)
280 1911052( 15.2%)
290 778413( 6.2%)
300 282336( 2.2%)

Estimated Error Rate for R2
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